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7C2 aa 22-53 (31 residues) 

7F3 aa 22-53 (31 residues) 

2C4 aa 22-584 (562 residues) 

7D3 aa 22-584 (562 residues) 

3E8 aa 512-625 (1 13 residues) 

4D5 aa 529-625 (96 residues) 

2H11 aa 529-645 (1 16 residues) 

3H4 aa 541-599 (58 residues) 
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Fig. 7A: Variable Light 

10 20 30 40 

2C4 DTVMTQSHKIMSTSVGDRVSITC [KASQDVSIGVA] WYQQRP 

******* * * 

574 DIQMTQSPSSLSASVGDRVTITC [KASQDVSIGVA] WYQQKP 

* ***** 

hum Kl DIQMTQSPSSLSASVGDRVTITC [RASQSISNYLA] WYQQKP 



50 60 70 80 

2C4 GQSPKLLIY [SASYRYT] GVPDRFTGSGSGTDFTFTISSVQA 

* * * * * * * 

574 GKAPKLLIY [SASYRYT] GVPSRFSGSGSGTDFTLTISSLQP 

* ***** 

hum Kl GKAPKLLIY [AASSLES] GVPSRFSGSGSGTDFTLTISSLQP 



90 100 

2C4 EDLAVYYC [QQYYIYPYT] FGGGTKLEIK (SEQ ID NO:l) 

* * * * 

574 EDFATYYC [QQYYIYPYT] FGQGTKVEIK (SEQ ID NO: 3) 

* * * * 

hum Kl EDFATYYC [QQYNSLPWT] FGQGTKVEIK (SEQ ID NO: 5) 



Fig. 7B: Variable Heavy 
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2C4 EVQLQQSGPELVKPGTSVKI SCKAS [GFTFTDYTMD] WVKQS 

********** ** 

574 EVQLVESGGGLVQPGGSLRLSCAAS [GFTFTDYTMD] WVRQA 

* * * * 

hum III EVQLVESGGGLVQPGGSLRLSCAAS [GFTFSSYAMS] WVRQA 
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2C4 HGKSLEWIG [ DVNPNSGGS I YNQRFKG ] KASLTVDRSSRIVYM 

* * ** *** * **** * 

574 PGKGLEWVA [ DVNPNSGGS I YNQRFKG ] RFTLSVDRSKNTLYL 

****** **★ **** * * * 

hum III PGKGLEWVA [ VISGDGGSTYYADSVKG] RFTI SRDNSKNTLYL 



abc 90 lOOab 110 

2C4 ELRSLTFEDTAVYYCAR [NLGPSFYFDY] WGQGTTLTVSS (SEQ ID NO: 2) 

***** * * 

574 QMNSLRAEDTAVYYCAR [NLGPSFYFDY] WGQGTLVTVSS (SEQ ID NO: 4) 

******** 

hum III QMNSLRAEDTAVYYCAR [GRVGYSLYDY] WGQGTLVTVSS (SEQ ID NO: 6) 
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